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Abstract: Co-expressing the plasmid pET32a- pfu which was constructed using In-fution technique with chaperone plasmid 


HG-PGRO7 at the same time in E. coli .BL21 (DE3) . The expression system, which expressed pfu gene alone in E. coli . 


BL21 (DE3) , was used as control .Most of unnecessary proteins were exenterated by heat treatment and (NH, ), SO, precipi- 


tation . The purified fusion protein was obtained by the Ni chelating resin affinity chromatography . The SDS-PAGE analysis 


showed that the molecular mass of the purified fusion protein was about 90 kD, conforming to the expected molecular mass of 


Pfu protein . The results of enzyme activity assay of pfu demonstrated that molecular chaperone was able to activate pfu gene 


expression and its enzyme activity . 


Key word: Pfu; Molecular chaperone; Clonging; Construction of a Expression Vector; Prokaryotic expression; Protein 


purification; Enzyme activity assay 
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Fig.1 PCR amplification of pfu gene, The PCR products of plasmid 






























































pET32a- pfu, the identification of enzyme digestion 
test for pET32a- pfu 
M . Marker DL2000; 1 . PCR product; 2 . The negotive control; 
3 . The positive control; 4 . The PCR products of plasmid 
pET32a- pfu; 5 . pET32a- pfu digested by EcoRI 
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Fig .2 The individul expression of pET32a- pfu gene in BL21 (DE3) 
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1 . The control of total protein; 2 . The induced total protein; 
3 . The control of upper; 4 . The induced upper; 5 . The control 


of precipitation; 6 . The induced precipitation; M . Marker 
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Fig .3 The Prokaryotic co-expression of HG-PGRO7 
and pET32a- pfu in BL21 (DE3) 
M . Marker; 1 .The control of total protein; 2 .The induced total protein; 
3 . The control of upper; 4 . The induced upper; 5 . The control of 


precipitation; 6 . The induced precipitation 
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Fig.4 The purificated band of individual expression 

















of pET32a- pfu in BL21 (DE3) 


1-9 the target purification band; M marker 
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Fig.5 The purificated band of the Prokaryotic co-expression 
of HG-PGRO7 and pET32a- pfu in BL21 (DE3) 


1-9 the target purification band; M marker 
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4 .[] pET32a- pfu D BL21 (DE3) 
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Fig .6 Enzyme Activity Assa of Pfu 
M . marker; 1 . the negetive control of takara enzyme; 2 . the positive 
control of takara enzyme; 3 . the negetive control of the individual 
expression of pET32a- pfu in BL21 (DE3); 4 . the positive control 
of the individual expression of pET32a- pfu in BL21 (DE3) ; 
5 . the negetive control of the Prokaryotic co-expression; 


6 . the positive control of the Prokaryotic co-expression 
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